ptgcn.com



Proteintech ik —+—_F MAEARESHE

Proteintech F 2001 EFMIFEEZME, BAT [HAFAUL], EMREFTE 2 H#flK, 400
ML CE ELISAIRAIE, 1 AEMEHAEZEHUR Chromotek® RIIMKTABIFIZASE, FREZE
RESINGE, RRBNRZEREREDAH K

N\ $i4k -Antibodies e, EH -Proteins
]r\« e e VA R
RSN/ BER / BImHK W3S « Humankine® a4 EH
- EHRBH / FRAXRNAE - HILHYARKEEREAER
s MIHUR / S EIRTUR RMERMREXEATR
» ChIP IRIEHUA / thRIFUA - FRERAEALAEH

- BRI IR RS @

ELISA i##I& -ELISA kits L= E K -Reagents
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EHEARNAERIRNARIRSFRAALAN—XEF-—ENEMNELNELR, TRATEBRSEN
MR, AEMEdE. 2RENEN . EEAERAY . PHENALR. BEEESHT . ARPNZSHER
Z0 o

Proteintech I\IEMANEA A LTS, JURHARXEEAER, HESLXIRRAMALFT R,

EHEARY RERSR EEIRE GMPZ3

Humankine®#& & &5 HEK293ER AR %
EREAEH I 2L S 4 A B 4 x
RMEEEXER E.coli, Baculovirus& =] Vv x
FEEELHER E.coli 5

JER: ProteintechBHEH AT EEMATF AR,

GMP REEER R

Humankine® GMP &3iEMHEHHIEMSE GMP £MENFESLER, £FAENRERFNFEY
Al ETSRMNRTEERSEEE (GMP),

EREEM
ZEZEHUSP Chapter <1043>, Ancillary Materials for Cell, Gene, and Tissue-Engineered Products
EEZHHEUSP Chapter <92>, Growth Factors and Cytokines Used in Cell Therapy Manufacturing
ERM 25 E8Ph. Eur. General Chapter 5.2.12, Raw Materials of Biological Origin for the Production of
Cell-based and Gene Therapy Medicinal Products
FDA DMF&ZEH
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Humankine E4EH

ZE HumanZyme A 8F 2005 &£/ 31, 2018 F£JqA Proteintech &,

FIARS (7)),

HumankKine®

REEEME (GMP),

RIET ANRAEEEREALEASEAMIER
EMEANENS GMP £FENTEa LR, £EFAENEERFHNG

HErBE®N HumaXpress® AJBEZRAE
, OTAMERE £ 5 mE Humankine®

EMEH
Sl EST SR M B IAT A

For humans,By human cells
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rhBMP-2 (ng/mL)

ED50 of thBMP-2 (ng/mL) 0

SRR
‘,n’

S

AFEARRRRNE RN rhBMP-2 EH5 W-20-17 AN ALP

&M (A), ARIMIE EC50 18 (B) o
FIXH rhBMP-2 (E1, E2, E3),

CHO %3xH9 rhBMP-2 (C1, C2, C3),E.coli
Humankine® & rhBMP-2 (H1) MR % B8

NIBSC #xfifm (standard) #473Ftt, 7R HEK293 FRiA#) rhBMP-2 (H1)

HINEMES . (BUERIR : Fung etal.,

2019. PMID: 31418333)

ERRAEMAEHEIZSEM
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Penta- slalylaled -
¥4 fetuin

EPO(CHO)

EPO(Humankine)

A HPLC #&il HEK293 #1 CHO FiX# EPO,

HREFPZENRIEARN

BFERE £ZR. HPIRREBEARMEIR,

AEHumankineEEERQ~ R
E‘rxl? E‘rxl? EJJGIZI¥
EHER GMPEFI | |ER#ER GMPEFI | | ZEHER GMPEFI | | ZEHER GMP 43|
IL-1 alpha HZ-1320 BDNF HZ 1335 v VEGF121 HZ 1204 MCP-1 HZ-1334
IL-1 beta HZ-1164 beta NGF HZz-1222 VEGF165 HZ-1038 v
IL-2 HZ-1015 v EGF HZ-1326 v FHE
IL-3 Hz-1074 | EPO Hz-1168 EEH N E T
IL-4 Hz-1004 | FGF-1 HZ-1327 Ukt EEET %S GMP#R3!
IL-5 HZ-1324 FGF-19 HZ-1330 EHER ®s GMPZ3 | |IFN alpha 2A Hz-1066
IL-6 HZ-1019 v FGF-4 HZ-1218 vV G-CSF Hz-1207 v IFN alpha 2B HZ-1072 v
IL-7 HZ-1281 Vv FGF-7 (KGF) HZ-1100 vV GM-CSF HZ-1002 v IFN beta HZ-1298 V4
IL-8 HZz-1318 FGF-8b HZ-1103 v M-CSF HZ-1192 v IFN gamma HZ-1301 v
IL-9 HZ-1240 | FGF-9 HZ-1329
IL-10 HZ-1145 v FGFbasic-TS HZ-1285 Vv >
Hzon | LSS
. = o
IL-12 HZ-1256 | v/ HGF HZ-1084 v f?ﬂi ?Zj138 GMT/%'J EREs we GMPESI
IL-12 beta HZ-1321 HGH HZ-1007 Vi ctivin CNTF HZ-1331
IL-15 HZ-1323 Vv IGF-I HZ-1322 IV BMP-2 HZ-1128 Vv -
IL-17 (IL-17A) HZ-113 OSM Hz030 |~/ | BMP-4 Hz-1045 /| |Cystatin C Hz-121 v
IL-17F HZ-1116 PDGFaa HZ-1215 BMP-7 HZ-1229 v DKK-1 HZ-1314
IL-19 HZ-1332 PDGFbb HZ-1308 v LEFTY-1 Hz-1109 FLT3 Ligand HZ-1151 v
IL-21 HZ-1319 v Pleiotrophin (PTN) |HZ-1278 TGF beta 1 Hz-10m v HSA HZ-3001 |
B polery et Torbens T T v ]| 292 v
- . - — - ota 2

R-Spondin-| HZ-1328 Noggin HZ-1118 Vv
IL-27 HZ-1275 SCF HZ-1024 v ;
IL-28B HZ-1245 }:Coagulatlon HZ-3010 v RS E 7 (SHH)
IL-29 HZ-1156 T:gor BEHER %S GMPZ3! | | Transferrin HZ-1317 vV
IL-34 HZ-1316 (Thrombopoietin) | FZ1248 v TNF alpha Hz-101 v Wnt3A Hz-1296 |
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Proteintech TME WA MNMAHEEATS, olRESHE. BRASE. SEMEN. SREUENEZ
EHREA~m.

> HE A RIX > &E > 90%
p EMiEER, TR E » NE%E < 1.0EU/ug
> REMES P EMIHFAET S
5 254
BakDa-—e 094 i
. R 204 08
E 154 E a7
0 kDa— S . é. 1.0 4 é— "
D :‘: é 05
D %‘3 = g a4
NkDa-r L 0.3
||n.n.: - - Human TNFR2 Conc.(ng/mL) Human TNFR2 Conc.(ng/mL)
ASDS-PAGE AEQEEEMHRIE A AR TEEMEIRIE
ML E > 90% 2pg/mL (100 puL/FL) I ATNFo (GSTHR%)E ERBHDFIFMEERINEFET, BIEMF
BHE5ATNFR2 (Mycii®s . Histii&E)EALE SR, TNF-o (0.25 ng/mL) N"EML-929/NERF
£MSEELE1 ~ 5 ng/mb, #AM S HERIAE KN ETNFR2MED5S0450-
200 ng/mL,

A Recombinant Human TNFR2 protein (Myc tag & His tag) (%%5: Eg0086) &M IIFIE

AEARKEEEESR
CAR-T BB

R ERER ®s iR R ERER %S s R ERER ®s e
Human |BCMA/TNFRSF17 |[Eg0812 | C-hFc Human |ICOSLG Eg0008 |C-Myc & His Human |PDGFR beta Eg0147 |C-Myc & His
Human |CD20 Eg0195 |N-His Human |LIGHT Eg32095 |N-His Mouse |SCF Eg0402 |C-His
Fc ﬁ%% E Human |OX40/TNFRSF4 |Eg0022 C:M-yC & His Human |ST2/IL-1RL1 EgO116 C-Myc & His
Human |OX40L/TNFSF4 |Eg0582 |N-His Human |TLIA/TNFSF15 |Eg32092 | N-His
E EEER %5 Liecs Human _|PD-1 Eg31498  C-Myc & His Human |TNFR EQ0086 | C-Myc & His
Human |CD16 Eg31662 |C-Myc & His Human TIGIT Eq0749 _|C-His Human |TNFRI/CD120a |E0531 | C-His
ﬁﬁ*ﬁﬁé ﬂﬂﬂﬁ?&&% Human |[VEGF 121 Eg0192 |C-Myc & His
Human |VEGFR2/KDR |Eg0354 |C-hFc
*:’ L] ;EE'BEZ’T‘ . 5?079 LHEF ME  EEER %5 L3 Human |VEGFR3 Eg0353 |C-hFc
uman |4~ igan g -hFc BAFF/
Mouse |B7-2/CD86 EQ0802 |C-His Human | resFis Fo155 |N-hFe #miII=EH
Human | CD155 Eg0049 |C-hFc+MyctHis | |Mouse CDT7 Eg0ss3 |C-His AU
Human | CD200R1 EQ0032 | C-hFc+Myc+His Human |FGFR2 Eg0193 |C-Fc+Myc+His FE ERER %S ﬁi%?
Human |cD27 Eg0037 |C-Fo+Myc+His Human |FGFR3 Eg0194 C-Fc.;+Myc+His Human |ACE2 Eg0074 |N-His
Human |CD28 Eg0045 |C-hFc+Myc+His Human |gp130/IL6ST Eg0684 | C-His :Uma“ éggz Egggg E:FAFC & Hi
Human |coaoL £a0054 |N-His Mouse |IGFBP3 Eg0513  |C-His uman 9 . ye & His
g Human |IGFBP4 Eg0825 |C-His Human |CEACAM1 Eg0314 |C-His
Human |CD48 Eg32086 |C-Myc & His Human |IGF-1 Eg0206 |N-hFc Human |CEACAM6 Eg0056 |C-Myc & His
Human |CD80 Eg0066 |C-hFc+Myc+His Mouse |IL-2 Eg0456 |N-hFc Human CEACAMS Eg32133 C—M.yc & His
Human |CD86 Eg0051 |C-hFc+MyctHis | [gat L2 Eg0260 |C-His Human |Galectin3 _ Eg0227 |C-His
Human |CD86 Eg0059 |C-Myc & His Mouse 122 Eg0405 |C-His Mouse Osteopont!n Eg0317 |C-His
Human |CTLA-4 Eg0042 |C-hFc+Myc+His Mouse |IL-6 Eg31367 |C-Myc & His Human _|Osteopontin Eg0696 | C-hFe -
- Human |PCSK9 Eg0199 |C-Myc & His
Mouse |CTLA-4 Eg0632 |C-His Rat IL-6 Eg0800 |C-His SARS- - -
Human |HVEM Eg0015 | C-Myc & His Human |IL-6R alpha  |EG0180 |C-Myc & His Cov-2 |Spike RBD Eg0065 |C-Myc & His
Human |ICOS Eg0043 |C-hFc+Myc+His Mouse |IL-6R alpha Eg0664 |C-His Human |Transferrin R Eg0339 |N-His
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Protoeintech J% R X 12 @ k# Active motif 23X W
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Active Motif EHEANEFHEEMBYARNE E (MUFRKNE. Wﬁ‘é;‘ . JRi% . western blot &)

— = . . [ -° [ - [
EERERMEEAHVMMALTIA PEEBES DNARIEL RNAN T RAE
EREES

- BA00FER, MEF2 e EEERIEN EREF

SREHAELE S 1 £ZBAES N R
- HTRFFIAIphalISAKE M Brﬁjmmog*ﬂ

SR AR BRI SRR =

EFMEPLEMLAR K Ahhhk

EPL (Expressed Protein Ligation) S ARTTEMBEN . ZEMUMNBBHEAER, BRERXAAEAUFE;
MLA (Methylated Lysine Analog) AR HEZFHIRENWNERIEZE,

HTRF £ 5E 1%

HTRF Ratio (665/620)

BAZ1B (1340-1457) Titration

100
Bromodomain Conc (nM)

200 300

A FABAZIBEH (1340-1457) HTRF EM @M L, 3.3 uM BE
EBKER HAK5/8/12/16 (4Ac) 5 BAZIB (1340-1457) BEHAER KA (50
UM HEPES-NaOH pH=7.0, 0.1%BSA) &, =8 3%FE . FIA Anti-FLAG

TR R R4 o

AHRMBXEHREQ" @

ERAER Eﬁgiﬁgﬁﬁﬂliﬂigﬂﬁﬁ

JRIEEANEE

[H3K36me2]-3uM ¢ &

[KDM2A0 uM

[H3K36me2}=3 uM
[KDM2AJ100 nM

H3K36me2

il

H3K36me0

“H3K36met H3K36me2

il

A% 3 uM HE B Z L H3K36mMe2 5 0 5 100 nM KDM2A/FBXL1 &
BMAEH 50 mM HEPES-NaOH pH7.5, 1 mMTCEP, 100 uM Ascorbic

Acid 1 50 pM Fe2+ # 20 ul R AR,

MALDI-TOF #il~=#¥1 4K o

RAAZERME 2/0, @

%Uuu*iq:' L,{Eﬁzeﬁﬁ:]:’*‘ﬁ’éﬁﬂﬁﬂ ||J E‘]ﬁ&ﬂlmﬁfﬁlﬁ o

-2

DNA EELEX Bromo Z&#iHEH

EHEM EHEMR EHER %5 EHER %5
Histone H3.1 biotinylated 31296 DOTIL (1-416) 31474 DNMT1 31404 BRPF1 (627-746) 31375
(Human) EZH2 complex 31337 DNMT3A 31206 CREBBP (1081-1197) 31373
Histone H2A 31490 JARID1A / KDM5A 31431
- JARIDB / KDM5B 31432 DNMT3A / DNMT3L complex 31415 SMARCA2 / BRM (1367-1511) |31449
Histone H2B 31492
LSD1/ KDMIA 31426 DNMT3B 31413 TAF1 (1398-1524) 31403
Histone H4 31223 _
NSDI-SET 78 ONMT3B / DNMTAL complex |31416 TRIM24 (862-980) 31368
Histone H3K4me1 31208 PRC2 EZH2 (Y641C) complex|31389 P
Histone H3K4Ame?2 31277 SETD2 (1418-1714) 31358 DNMT3L 31414
: SMYD2 31497 BMERIEZER )\ B
Histone H3K4me3 31278 Tet1 (1418-2136) 31417
Histone H3K9me1 31281 5 = TET2 (1129-2002) 31218 SR %5
an gmm ZEH‘KE& Histone Octamer (H3.1) 31470
Histone H3K9me2 31280 = Tet3 (824-1795 31421
' EHEMR ®s et3 ) Histone Octamer (H3.1) - 31471
Histone H3K9me3 31279 HDAC1 31504 biotinylated
x
Histone H3K9ac 31253 HDAC3 complex 31349 Bromo Z&MHER Histone Octamer (H3.3) 31472
Histone H3K14ac 31254 HDAC4 31350 E=E=7d ®s Histone Octamer (H3.3) -
HDAGCS, catalytic domain  |31351 biotinylated 31473
Histone H3K18ac 31273 HDACS 31543 BRD (556-688) 31438 Y
Histone H3K27ac 31290 | [HDACT 31352 | |BRD3 (24-144) 31379 | |Polynucleosomes (H3.1) 31466
Histone H3K27me3 31216 HDAC8 31353 ||BRD4 (44-168) 31380 g’;gtﬁl‘:;:f;"somes H3) - 31467
" HDAC9 31354 N
Histone H3K36me2 31218 0300 3124 BRD7 (129-236) 31381 Polynucleosomes (H3.3) 31468
Histone H3K79me2 31221 SIRTI (193-741) 31533 BRD9 (130-259) 31382 Mononucieosomes (M3.3)~ | g1200
Histone H4K20me1 31224 SIRT6 31336 BRDT (21-137) 31450 biotinylated




