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Proteintech F 2001 FEXEZMI L, B—RRERSZSTEGHERRREZZH

R REFROTTRMETE. EAEH. ELISAKNE.

RHERBEFTEYIAT], SRMA2REGHZ R EFZH ARG

BERFHFEWHAF

\ 2
Q\] r’

E7R%

cRET/ EHRER / NRER

« EIRGKITUR / BIRMETUR

« BARTUA / RNUE / iREE
«BATH /RERK / KEENRERIK

- A=

+ Speedy ™ —#53% ELISA RFIE
&4 ELISA A& / AN ER
« BEXHUAXY (PBS-Only)

- ZEF BARNRAE

« Active Motif® EMFFRIZFIE

SEIR R
. « WB/IP/IHC/IF/FC £k 2 ERF

- M5E / IBAE [ KER [ BREERN
FUMBECENR / N FHEY

. -.‘. |., /O,
< Y.

REF @AM SLINTT RAMER,

pgymti

FEmiBid 50 5% SCI k51 ; 1800 %
'I’ \\. N <) )
s' 2026 -4 \- 2025 -4 \- 2024 ‘f
\, AWARDS \’ \, AWARDS \’ \. AWARDS \’
CiteAb CiteAb CiteAb
2026% Proteintechz3k 2025%F Proteintech3= 3k 2024% Proteintechz3k
"RREZE" B “RREZIE" B "RREZIE" RIRE

TIEER: Able £MRHHEHEIE

=< @ i-: 202549 F, Proteintech EERN L4 Al B
=7, ,._\\'- I F Able, BHIFRARBRMEBIAED L

DEHNEN 2T, HERN

SR RERE CRO HARS ; BAIEIRS 10000+ I K
SREMEMR.
EARIAAG

- FCREEARN / EARBREARN

- S5 ARE / R ESANRIER
« KRR / REEFUR scFv
BRNAERRR / FENEEARRN

BEHEH
« Humankine® XAEMEH

« HEK293/CHO RXEZEHEH
«E.coli REAFEAFH
« Active Motif* EMBAYHAXEHLHER

CAR &3z

+ G4S & Whitlow/218 Linker EHHK
RIS SN CAR N EAEH

« In vivo CAR 83 B gEHIAR scFv

TYHEHZER: 3D ERMEE
2025 £ 3 B, Proteintech £ & M % 3D

fRFRNEE (3D Epitope Mapping) , BIIM
EMANZARIIGKREMFRNSINE.

KRB TR E
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K=K EPL

ZISFHEEFP L

RIRFREF D

RERMREF DD

CRO AR
S NEE - AR BARME B ARHAEET R - NEMRAKENTS
FE - EREREASEREXTUAELI Rk « TCRM #UR | KRR B | IS AN RILSE
« SERARF R « ROAUEER | FENHRR | ERBESE
ZHRHE - RNERBERTEA FiEMiEy - SEEEAREEr
hisFE o INDFHUE | IEIRMETVR | IR RLTIR e « KIEEATIARES
o FUASE | IHC., WB. IF. FC#iik « GMP FR)FLIREF
SHEHMEEELIK - AXPLIAREEEM - 1-3KEB R EH
IR 53 Ofo) &7 R R EEIRS BRI
LE10000+ - EUBRALT ARIMS B AT - QIFBAT - EEAT
AP NG) - SRR A S . CXOAS]  EERAERAT R
s T SGS
e B IEARIAE = e
GMP RBI MR F R : :
FEREHAT GMP ARER ) : e
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—. EHFENE

ekl

BAHRAES

EARAAFRET Proteintech EF ABCE ™ME B HEFA LI FAF LK HRNCIFE R, TR FORRMEY
ERIRERARE FcZero-rAb® RIFE SRR Uni-rAb™ R GBREARN, BNTRESHTERE, ME5IAR
BEEAUNEH=E, BEESER. B, Proteintech MRHA THAXKRIVCN B BHEHR,

M ERABRAEF

1LEARANFTRERFE

M REREMH

Rz iRk, RERF

I TR R E PBS BIHUA

1) FcZero-rAb® EAR R niE FORBRREME R ESIMCRERA
2) Uni-rAb™ EAFR XK BEEMEE, RB2H

3) SslAREEALRA G

EElARERREE KSR IgG2aE BRE

4) eRRESALRINRE BEHER, f—RNBRE, FENREREE
5) EARKESIMEARHE 233 BRI AKIIE
6) wmapmEERInG RO, EE
7) BEAZEERNR R ZWFEMERR R T KIE
8) BgEfASCFv ERFHAKFRIRN/in vivo CAR
9) FRMXRFARIE X iR R BB 2 B SR Y R RHMB BX A K AR VHH
2EARXPBCRESERRRAMD BITEN (L)
MpRE [ pE A INR
=Eiio) CD45 CD45
EMF 4R CD34, Lin(-), CD38(-), CD90 Lin(-), CD48(-), CD150, Sca-1, CD117
B 4AfE CD19, CD20 CD19, CD45R(B220)
T4 CD3 CD3
SEAL T 456 CD3, CD25, CD69 CD3, CD25, CD69
ENME T AR CD3, CD4 CD3, CD4
Th1 4Rk CD3, CD4, IFN-y CD3, CD4, IFN-y
Th2 4RpE CD3, CD4, IL-4 CD3. CD4, IL-4
Tho RjE CD3, CD4, IL.-9 CD3, CD4, IL-9
Th17 BfE CD3, CD4, IL-17 CD3, CD4, IL-17
Th22 48K CD3, CD4, IL-22 CD3, CD4, IL-22
UERELEE: ) CD3, CD4, CD25, Foxp3, CD127(low/-) CD3, CD4, CD25, Foxp3
MRS T AR CD3, CD8 CD3, CD8
R CD1c, ,CD83, CD141, CD209, MHC class I CD11¢, MHC class I
=SSl CD123, CD303, CD304 CD11c(int), CD317
BARGAER CD16, CD56 NKp46, NK1.1( f[RFZ ), CD49b
BIZAE CD14, CD16, CD64 CD11b, CD115, Ly-6C, Ly-6G(-)
SRyl CD14, CD68 CD11b, F4/80, CD68
M1 B E WA CD80, CD86 CD80, CD86
M2 B E U CD163, CD206 CD163, CD206
EZ48H / MR CD42b, CD62P CD41, CD62P
Pag)iol CD235a TER-119
PRI CD11b, CD15, CD16 cr§1D1151(l?§,Lﬁl;;-ﬁch'(ﬁar\;v1/'-)
TETR R 4 B 2D7 antigen, CD117(-), CD123, CD203c, FceRla CD200R3, FceR1a
TEERME R4 A CD11b, CD193, EMRT, Siglec-8 CD11b, CD193, F4/80, Siglec-F
DR E TR CD44, CD73, CD90, CD105 CD29, CD44, CD73, CD90, Sca-1, CD105
CD11b(-), CD14(-), CD19(-), CD34(-), CD45(-), HLA-DR(-) CD11b(-), CD14(-), CD19(-), CD34(-), CD45(-)
s CD31, CD34, CD105, CD144 CD31, CD34, CD105, CD144

Proteintechigft20 R 3% YLkl il 1T

REFHRNELRT, BEFEIRIBRN, REFHRIG L

BEX , T 128HRAER!



FcZero-rAb® EHRR A @il

FcZero-rAb® EA R HAE B Proteintech ABCE™ B/ B AEHIAAIF FcZero® Fc MBENEERAES, &
RFEARE—BENEN, GREBRTEARREARARTIBRHAXE, BEEEENREN kL,

4 KN

1) Fc im2k THEEAFCEAHIRAT, dNEA,

2) EREERIC BERANAZMRAEE DL, BftERteEsSEY—.
3) EIE G EEIEZEE A9 ARabbIt lgGTFE! , KKBELIEHERMAK,

4) SHtiE—EH MDNAREHRERAESE—

LHEEIE Fc iTEMERE

1. FcZero-rAb® EHFRMTELHER TS AR/NE FcyR E8
BLI ;%M E

Rabbit IgG-wild FcZero®

Rabbit IgG-wild FcZero®

Human Fc S{f8 type TERGUA Mouse Fc S{AEaY type TERIUR
RES5HES RE5HES |  RR5HES

FcyRI/CD64 X

h y FcyRI/CD64 J x
FoyRlla/32a(167R) J x
FoyRlla/32a(167H) J x

FCyRIIB J x
FoyRIlb/32b J x
FcyRIlla/CD16a(176F x

il ( ) y FcyRIII/CD16 J X
FcyRllla/CD16a(176V) J x
FoyRIlIb/CD16b(NAT1 allotype X

o ( Pe) y FcyRIV J X
FcyRillb/CD16b(NA2 allotype) J x

2.FcZero-rAb® EA T Fc MENERELL Fc SEHARIMREFE
fERARRE anti-CD3 & anti-CD4 #HxF A PBMCs 1T E, #HE FcZero-rAb® EH A7 HE MBI oX 2 TT

FcRULEEE=R.

10° 41 Q2 10773
J0.024

10" Fat Q2 10" 3ot Q2
111 366 J147 39.1

°

B525-A i1 FITC-A

CD4(OKT4),FITC-A

S
L
CD4(OKT4),FITC-A
3
>
L
CD4(OKT4),FITC-A

Q3
318

Q3
335

a}m* [=4] 03
3 3

31000"

170

°

T e T e e a ".o ' 10? 10° ' 1:;5 b o. 10* 0% 108 C mo"| I 10* ' ;05 ' 1:16
RG67-A :: APC-A CD3(OKT3),APC-A CD3(OKT3),APC-A CD3(OKT3),APC-A
blank wild-type Wwild-type + Fc block Fczero-rAb® for Flow




=. HRERARW -PI &

L AIE (Propidium lodide, PI) 2—FRiEE DNA SYERE, 5X5E DNA 8B ERY, BN BES
% DNA N2 EMIELL, HREHSNIN DNA BERE, BEMMN GO/G1 HIEE ZEAMEMEAI DNASZE (2N) , @
G2/M ERE B {S{A4AEH DNA &8 (4N) , S HIf DNA B8N F ZEAMNEAZE, BERAERARNINS
DNA £&H Pl (U3 E8E T AIEEKR N T 4N DNA BENE D,

PIIFESHA / RETEEKA 493/636 nm, %55 DNAJGH A 535/617 nm, RAREIEE 20-30 5. EERIEMAR
B, @RISR,

EREBARNARBAT AR, SEFERZEZERE A (RNase A) [ RNA, T2 Pl UMM TE DNA R,

Y

AEEIDHDNARES K

1. X ES
L ALE Pl @K (555 : PFO0035, BIAE, NS RNase A)

2. HEE R R AE TR

1 3REE 1x10° M / &, WNEESABRA/EANA 1x PBS i85, F3 300-500 g BB op 22
5, B SminE, B o

2. BUSARR 2 mL 6, A 0.6 mL K 1x PBS SRS, AEM
A 14 mL 8 -20°CEKZE (BIRFTHS) HERSMT. " o

3. BRIENAMMET 20°CTR (-20°CRETAMERE— ) . "

4. REMREUEARA, F 300-500 g 9E0S, B 5 min 5, RE&EES%
18 b35, ASEM 1xPBS ¥EE 2 K. e

5. SEAA 01 mL QML P EEREMmN, 7S, SEES 30min, Jurke IR B

6. F 300-500 g 9=, B 5minf5, L5,
7.0 0.2 mL B9 1xPBS EE4fE, ERTNMAMN EXEHSR,

3. M BIRERE
T HRER 1x10° HR / B, WESSAMEINA 1x PBS i85, F3 300-500 g B9 S
071, B 5min 5, ZLE.
2. SENMA 07 mL HIBMLALE P RERAEM, RS, SRS 30min, R
3. A 300-500 g 9B, B 5minjg, L.
4.7 0.2 mL B 1x PBS EEHM, FERNMMIN EREHNR,

400K 4

FSG-A I FSG-A

200K

T T
o LSRR T T

FLB-H::ECD-H

REBRAM, SRLEBEHITRE,



/. ApAT#M-Annexin V 1 PI i%

Annexin V T AR M E S BB £ S8 (phosphatidylserine, @&#R PS), MM AERIEATE, PSS/ MEIEIMME
H, ENAREREIMI, FASSYLIRET CL48S B CL647 R Annexin V &8 9MBIRIR BBt L E R, MNEAT- RHAAAE,

A E (Propidium lodide, P1) 2—% DNA 534, SR EIRITMA T E T 1% IHE L MR I EEN
A%, Pl TILAE 488, 532 B 546nm BUEEH A, 2MAETNK,

CLABBHFTIHATIEH P\I

3 *
Annexin V. @ @ @ @
N @ @
feseeseseneneenee m&ji' M* i'
SO060000088EEEEE0 4 B @ & bbb

' 46 & &6

R AR

R ATRH AT
@ AnnexinV - @ AnnexinV  + AnnexinV  +
Pl - Pl - Pl +

AAnnexin V/PI & 4AE T REE

1. XFES
CoralLite® Plus 488-Annexin V 1 Pl AATEMIEFE (55 : PFO0005)
A5 A& -50T AL -100T
1x Annexin V &8 %K 50 mL 50 mLx2
CL488-Annexin V 250 uL 500 uL
Pl 500 uL 1mL

2. BAERE (UERBERES ukatBIRAT NN ARG, EEREMESHMEMERNAR, TRRHETEREDE, )

RIELNERESHERET., RNERPNESREMBNMEES, (ERBMXIR, tt, RE—BHRMESR, BTEBME
2 UEMIE, SiZMHE: 300 g, 4°CEL 5 min NEMME; MHEEMAE: AAREDTA BAEESHM/E300 g, 4°CELMIER
I8, BEHANBAENE, BSIE/RAML,

i AREOEEAE, BANESEMNEASETEAZDIREL30 min, AEERE, BEABNCSENKIREE, f£i¥FAnnexin
VEEBERLaRETHAMEBENERREZR L, NSBEMERE,

3. TS HIPBSYERMMA IR, SIRIY7E300 g, 4°CTELS min, WEE1-5x10°MEMEF A 100 uL IxEAEDRESAM.
4. FEMA 4-5 uL B CL488-Annexin V ] 5 uL B9 Pl T{Ei&.

i EFEESRETUMIRRE, SEPRMA—FhE s (CL488-Annexin V] PI) , AFRA BRNIMERET,

5.ERENIFS 10-15 min, AEBEMARBTHE, WEIREUEKLERE,

6. FEMA400 uLl 1 X Annexin VESE DK, REES R MBS MBTIER. CL488-Annexin VE 488 nm
FEk, MM RITEIELE 530 nm & (FITC@BE) , PIBERSFNIEATE 617 nm 4,

7 PBS & 1x Annexin VES R P RIVEZFRBEARB T LEUR AR MBEEIFERE,

3. BIERIE
o Jil {1 #-4h-CL488-Annexin V-PI : P2
i O QTuR TESSC/FSCE P A 4RAREHA:
E XHHGEFEFITC-A, FASkZRRCLABE-ANNexin V, YHERPE-ARSRER .
EEDPEMKEHEN:

Q1-UL: (CL488-Annexin V)-/Pi+, WAV NIRFEARM, HolgeE MIEIRTARERE S, EEVMRGNAREEEHSD,
Q1-UR: (CLA488-Annexin V)+/Pl+, IttXISGHIAEEEERE T A,

Q1-LR: (CL488-Annexin V)+/PI-, LtXIHGIAA BRI,

Q1-LL: (CL488-Annexin V)-/Pl-, LKiHIMAEMA,

_aux BESGIHARBTRNRAQI-URQI-LR, BHIFAT + RHIBTEE (BIFTEAnnexin VIRIEEE) .

Proteintechi2ftAnnexin VE4 AT RMIXF ST &

FREWR %S eSS
Coralite® Plus 488-Annexin V 1 P| A TR & PF00005 CL488-Annexin V: EX/Em=490/515 nm
CL647-Annexin V: EX/Em=654/674 nm
Coralite® Plus 647-Annexin V # Pl @if@ A T-4MidFIE  PF0O0036 Pl: Ex/Em=535/617 nm (with DNA)




« HRAT RN -TUNEL &

Apoptosis
MPATH— P EZS R MRREAR DNA R, XMERIERSEHE
ME, FAFFENARIKER DNA FERZ A 180 bp-200 bp BIEEE, RMAIR
RSB RIR e ch SIS SR Ladder 1 . TUNEL SEBNE RIS B SRR 4k
CL488-dUTP
EEAETEES (Terminal Deoxynucleotidyl Transferase, TdT) ZEET-#HAE ¥TZL DNA T ;;;8
B9 3'-OH XK ik #E B A\ CL488-dUTP 5 CL594-dUTP, CL488-dUTP & CL594- aure
dUTP #RiCHY DNA T RS A EMEEENREE AR AN ER,
Fragmentsd DNA CL488-labeled DNA
1. R ES
Coralite® Plus 488 Plus TUNELAT#MZXFIE (£S: PFO0006)
Hy 20T 50T
CL488 TUNEL Reaction Buffer TmL 2x1.25mL
TdT Enzyme 40 uL 100 uL
Proteinase K (2 mg/mL) 40 uL 100 uL
DNase | (2 U/uL) 5uL 13 uL
10x DNase | Buffer 100 uL 260 uL

2. BERE

—. BRES

1. AR

1) oi% @ EE—HEEXNREAR (MMAFRES TdT 859 TUNEL RADR)
2) PBS iERMMERIR,

3) MEEIRE : MAEE 4% SREE (pH74) AR, 4°CHE 30 min,
4) PBS EEAEAIR,

5) BB . AINKEFRSE 70% 28z, 7£-20°00E 4h, SEZHOIAEE 02%TitonX-100 9 PBS BREE, =EME 20min,

6) PBS i&ERMMEAIR,

AEARY R
1) ERTHAIRERSEABARYA 2%, 8% 5min, DHREERLE.,
2) RBT, BUARKNEETEKZERER 2 )X, 8K 5min,
3) =R,
4) =&ETF,

5) ARRAKEET FFARRMAFERILE, DUETNHESESHRC,

6) % 1:50 BOLLF), %8 2 mg/ml B Proteinase K 38i& (PR30014) FA 1x PBS %%, FHZRER 40 ug/mL, SMEARLE

J#AN 100 uL FREGFEY Proteinase KRR, EAREBEEIFARE, =RHFS 20 min,

*: BEHE K oIEBIESERS, EEKBSHEESETRIE,
FOILAA10 min, 30 umZAKTIA 30 min, SEZHA. TEEAIBERR,

B R AR S B EARIREMENZEE (95%. 90%. 80%. 70%) th, SMREREE 1%, X 5min,
B RHORRRTaK, 1x PBS h&EENE 18, BIX 3 min, BRGE/NORTFFHEAREE SRR,

FAZERAFESHEKE, BHE—A&A10-30 min, 4umZABA

7) PBS ZEEEMA 2R, BR 5min, BEERESRIORE, BLEBFNERREESPRFER.

3 X—SUAIBEEB KEETE, NS EFREENRERAL,
3. KERARY A
1) BRETFETERNARELE, =8 20 min, BT,
2) BEFAIZRE 4% SREBAR (in PBS) t, =REE 30 min,
3) PBS ®EERMA 2%, ®IX 5min,
4) FRG/INOIRTER F AR B8R,




5) # 1:50 B9ELf, 48 2 mg/ml B9 Proteinase K &/RE 1x PBS #fE, FHEZREN 40 ug/mL, /MR _LEEN 100 ulL
WRELFH Proteinase K AR, FRREBEELMBHEAXI, =RFE 20 min, (Proteinase K BB E. REZIRBEAREZ
BURARAHEITRL) .

6) PBS BEERTIA 21k, Bk 5min, BRARESRIEE, BLEFNERBREZETHREEE,

4. PRI ({XPEMEXT RTINS ER, EMFREREHT TUNEL RESE )

1) % 1:10 B9ELBI A ddH,0 ¥& 10x DNase | Buffer %X 1x DNase | Buffer & M.

2) &0 100 uL 1x DNase | Buffer B 2@ BEHI#A L, =EFE 5 min,

3) A 1x DNase | Buffer A 1:100 #%# DNase | (2 U/uL), FEERLRE 20 U/mL I THER.

4) BRIREZSHRWA, A 100 ul 3REHN 20 U/mL DNase | THE&, =iEMHE 10 min,

5) RERIRIFSRRIK, PBS Biktfm 2%,

—. TUNEL R

1. fseEe ) TUNEL RAGR (BENAERNED) : B MMEARZEZEEMA 2 ul TdT E§#Y 50 ul TUNEL RAGE (40 2 ul TdT E§ADAZI
48 UL TUNEL RRZE iR, SMMEARRULSEHE ),

2. BIRGUINOIRETI A AR ENS RRIER, S EARMA 50 ulTUNEL REGEER.

1) NEERAERE, AEWAESPRIISESHAR, 37°CENES 60 min,

2) B2, SIIIARAARD, RAMFLIRIRE S TIREHER 15 min BNEZRNE, FZ2RARE, 37°CEE
B 60 min,

3) ALK, AERAEETRISBEHAR, BHEAERTEEA, BSRSHE KRSV SKNENRIFEE, 37°CE
HIES 2h,

3. XERER, 7€ 1x PBS BRI Hi=EiHNk 2 )X, SRk 5 min, BERESEE|F PBS il 0.1% Triton X-100, HEb&
5 mg/mL BSA HIETEEHRAEAR 3 0%, X 5min, DIBESE,

4. (ON%) % SMERBIRERN 2 ug/mL B9 DAPI &%, BELERIES 10 min, REBRE, BREEERKR, HEH
ZRTE 1x PBS i@k 3 k%, &R 5min,

5. (TJik) Hh : BREERARELKSEE 5 min, BHRKXBA 70% 28, 80% ZE. 90% ZE. 95% 2B, TKZEBER
&5 min, REBTFEAETREHTUREN _BPRXSEBHERLIE 2 )%, §5min, (BXEDIRE) . FKERE, B
KR BERIE, SRR 50 uL RSO FEXEARR, = LEKR, BRTFHEREEREERA, XRSELUES
FR2,

6. AL EMBEIRXMMNE. A4, CL488 2—MRETINER, BARK. RIEEKEAHIH 490 nm, 515 nm (A
TR RAARC EBASMR Y, RAMA TdT BRIRE X BAARREARC L)

3. ¥R IEAIE

200
)
)

b3 £
3 g .
i /,;§ 3 s § 8]

10°

A PRAXRWERZUEF=REurkat BEMTRALRE, LVAEHERPIBTABNER

Proteintechi2 4t TUNELE A BE T ME A 27 &

FFmBiR 8BS eI
Coralite® Plus 488 TUNEL JAT-# NI & PF00006 CL488: Ex/Em=490/515 nm
CL594: EX/Em=593/614 nm
Coralite®594 TUNEL AT FI & PF00009 Pl: Ex/Em=535/617 nm (with DNA)




h. HREEEE

EAREMZFLRD, HMBRNEERSEENEE. BE, HR

REFEAERITBERASARITRE, BRI

W TTERMEARSFHAE, 1t ERNEEARREHNIHELE,. REBTHX—RNES.

1. e i A 5 RE St

RAMATEEESENNETZERNASERENERRERE, BRARLEFRREERNBARAENMNSHE
REIBER, ELURBFENAMEFMNSEHEEER. BN, TARDRERNZEYECSSHARMAE, BRER, NS

R, AtBERERLEMARLEERNKIIEMM.,
SLEMBEERMBEEB 2 1 DNA

DNA Binding Dyes

EERK | RERERHNIEENIERBRE / EHRRELEN,

Phantom Dyes™

RAARARERE

FCRESH(TT3E) RAAERE R EERE
—® @ ® @ H— ta
:1 TiERE ®FCR§¢I‘7H(Eﬁi) ®5ﬁf€}r‘iﬁ<3‘<@ @ b3 @_’ -
A B S i) DNA ZE&ZuK / B sn TEENERBSE / EHREELRR
SEARAERENESEN, BES SR PN DTN
BT EARASRENREN, FESMEERE |20 puny capnERESEEaLEERE, B
o RAEFHNMIR , XTI, BEBBEMERERT, | o e cinan. cas .
SRR St 1 o B s o . 2ESR5E,; TARNAREEEENE, BANEAD
RENERZHNARAMEZRRE, BETEX e MBI BB S
AEE AR, =messtn ATE IR
HRETHEEE & 3
_ . - s | FRMAFCGERAIRE 30 40, HEERRARMOTE, B
rizs 2@, BRIV - SER| . . N ! !
R % PETERAS, TR 1 PRINVER wme rnRe, RenAERTAIONEn
PR TR S PBS i,
. Fieefh¥E, BE UV, 405, 488, 532, 561, 633nm
v J] M7 4 !
b il b2 SEK
2 7 s PI, 7-AAD, DAPI, SYTOX®, TO-PRO-3, Via- Phantom Dyes, LIVE/DEAD® fixable viability dyes,
B Probe, DRAQ7 &, Zombie Dyes ™, Ghost Dyes ™M&
REEURTFEERE J J
EEURTRARE x N
AEEIM

ABRPHNARIETERMEEN, AUERRERETONZE, EWRARE—BNMERMRN, UERTERNLLER.
B.7-AADMIPISSEAFIEMM, B7-AADRSHKIERPIE, WEMEMNEENFREN, ESERAPTPRPINREERRA.

7-AADTIASFITC, PE, APCEEA,



Proteintechig{t S #P BN A B30 iR AR S E R4

I FEmER %8s BIEEs (nm) X4 RL3EE

#54 DNA/ % 7-AAD ZLEAR I & E At PD00101 | 488/532/561 Percp, PE
Phantom Dye Red 710 FESEAMILE B4 PD00001 633 CL700, AF700
Phantom Dye Red 780 FE;E 44 & R PD00002 633 CL750, APC-Cy7
Phantom Dye UV 450 JE5E 8L 2 ek PD00003 355 DAPI ( ;;é;:zt) Blue
Phantom Dye Violet 450 FE5EAABLE &8t PD00004 405 CL405, BV421

LERNERR Phantom Dye Violet 510 3E5E 4B 4 E St PD00005 405 CLV510, BV510
Phantom Dye Violet 540 JE;E4ELE B A PD00006 405 CLV510, BV510
Phantom Dye Blue 516 ZE;E4RMI L F A PD00007 488 FITC
Phantom Dye Yellow 583 Ft;E4 L E bt PD00008 561 PE( EBOL)
Phantom Dye Red 642 &L E AL PD00009 633 APC

Zf: Phantom Dye Red 7103EEMBEELRHF (&£S: PD0000T)

PD00001 : P2 PD00001 : P2
Phantom Dye Red 710 Phantom Dye Red 710

(x10%)

400
L

8 viabe cats <4 BNBRRBBEESCTI0NHANRE, RESEN/NRME
BRAAFEES . FAPhantom Dye Red 710 Viability Dyesd 4t T
6, BRINRIELEMA.

SSC-A
Count
200

T mr T ol T -
0 10 10 10%  10° 107 0 10° 10 10°  10° 107
APC-A700-A APC-A700-A

2.5% / eApREedTE

&/ AR ERFE (Calcein AM, PI3E) 5iF / EABEERXAE (Calcein AM, EthD-1 %) HETFIEE KRR
B, BEBHE, EMMONAEEN. Hd Calcein AM EATFHABRN - ZWRIELT TEMEE, RBNEEXKBRIZ
BIHMTEEEER, NIHNSEEIE. Pl (BYLELE) 1 EthD-1 (ZIRESETRK -1) ARSI EMIEE, BEnENES
REIFEAME, 5 DNA EEENHIREAEHBLEIN, ZEFSTATRAEME. RUMEMN. BIRMUAREAMTN
WNRS,

Proteintechig2t;& /St AR E XTI S m

FFmBR 5Bs Hi4F
&/ AR EIRKE (Calcein AM, PIIE) PF00007 Calcein AM: Ex/Em =494/517 nm
Pl: EX/Em=535/617 nm
&/ AR e FIE (Calcein AM, EthD-I5%) PFO0008 EthD-I: EX/Em =528/617 nm

2=4: SF/FMPEEIRTE (Calcein AM, P3E) (EE: PF00007)

Calcein AM+PI : P3
Q2-UL(4.82%) Q2-UR(0.69%)

107

10°
i

o JurkatfpEE A Calcein AM, PLEFRZCA

Q2-UL: Cell Group with Calcein AM -, PI + (BE4HfE) ;
Q2-LL: Cell Group with Calcein AM-, PI - (4HfE#EF) ;
Q2-LR: Cell Group with Calcein AM +, PI - GE48) .

10°
h

10*
"

PE-A

10% 10°
i

010!
i

4Q2-LL(0.99%) Q2-LR(93.49%)
T

T T T
0 104 10° 100 107
FITC-A



v, SERE B R

1. BRFE (5000+ Fi BEARITES)

LB R A& th3Z ZFR s
FcZero-rAb® EARIHAE FOMMRERTCRERAR, THEM Fc RFHER
Uni-rAb ™ SHERITA £RE, EERA, EEFSERE

IR BB ERITUR EERIIER

BEEHUR scFv BRI

GEDSEANIN BEARK, BFR
BRI SOERRMBEREA BHERK, BREM/NE
FUAARIE FlexAble HfARICIRFIE RIRFUA, T, 10 SEARICENO] A

2. BEIRR (Femits, —wRRRAR)

7 FR LR A& th X ZHR ®S
B ERARESH PR40028
EREEIFIF (500X) PR40029
PMA CM00437

HEARLL TR .

Brefeldin A CM03062
lonomycin CM06928
Monensin CM00375
. A CD3/CD28 T i EH KA = KMS310
FREE TR /NEL CD3/CD28 T AR EHHkEAIR KMS311
TMERRR (XTHE) PR30017
TMERRR TMMEEURR (10X) PF00014
TMEERR (X, SEEN) PF00015
. 0.25% fEEHES -EDTA SHLIK (SEL) PR40020
Bl RAERAR 0.25% BRE H#§ -EDTA HWK ( REEHL) PR40021

A SE HERME LRGSR =i
EEZBHRANHALT | MonoZero® BAx M AR PF00020
N . MonozZero® A Fc ZRE AR PF00032
el FeR S MonoZero® /N, Fc SR AFI PF00031
WRE A5 MonozZero® A & /NE=&—HAF PF00029
FPR MAAEREE TR (1X) PF00018
RN EEREZ D REHE PF00019
o Foxp3/ BREFRNEERBEEPRIZAE PF00011

REEPR - . — p———
EE / iRAE RARVHBRCEAEEBEEINE PF00026
RAAEEER PF00016
A BB PF00017
s . 7-AAD FEiEAIE E SR PD00101
FimRA XATEEAR Phantom Dye ZFIZE5E 4} PD00001~PD00009

CoralLite® Plus 488-Annexin V 1 PI AT MR & PF00005
CoralLite® Plus 647-Annexin V ] Pl B AT MEXFI S PF00036
. . . N CoralLite® Plus 488 TUNEL AT /MRS (HBIK) PFO0006
ARETEN BRBDRMANE o lter594 TUNEL BT RIHAIR (TE32%) PF00009
&/ R eiRFIE (Calcein AM, Pl %) PF00007
&/ Bedmp et FIE (Calcein AM, EthD-1 3% ) PF0O0008
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WeChat Official Account

READING THE BOOK OF LIFE

Proteintech Group, USA,

5400 Pearl Street, Suite 300,

Rosemont, IL 60018, USA
t. 1-888-478-4522
e. proteintech@ptglab.com

Proteintech Europe,

Manchester Science Park, Kilburn House,
Lloyd Street North, Manchester, M15 6SE
t. (+44)-161-22-66-144

e. europe@ptglab.com

BX=ZEEMEARFRAT
BXMRBHRXSH KE 666 5 D3-3
t.027-87531637

e. Proteintech-CN@ptgcn.com



