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SEX¥ MNERIFRIEI, SREREELENARIE, AERFEMENRASETRE.

ChIP& I ChIPRAXEFEENCODE Consortiumiyis S RME TR RERERERIE, B
{TChIP-Seq&UEXILL, FAsIiEMiFs Rt

= HEH. Polycomb/Trithorax, DNABEW ., FEFEXER/E. RNAEZMMHRNN
MAEHRFE I. BRAF. ZZBF,

EREeMAED B A&EIMODified ™ Histone Peptide Array (AEBEMBISE) BMNAE
(B4R 34k RE2Mming.

4213 381 BY AbFlex*EA A FSortasef§iRBIES (LPXTG) , TR tEAERSEND., OJEE
B, SHil WARME A Dh; oJERBREAL,; DJEREYREEBBIrABTEHEEMEIRIC.
AbFlex°E A

ChiP, ChIP-Seq. CUT&Tag. CUT&RUN. Western Blot, IF, ICC. Dot Blot,
A2 . IP. IHC. ELISAZ

R XTI
| HEBAREN | | BRAE |

To— 30763 |Chi, ChiP-Seq, ICC, IF, WB = CTCF 61311 | ChIP, ChIP-Seq, CUT&Tag, EMSA, ICC, IF, IHC, WB | 30
) CTCF 10915-1-AP | ChIP, WB, IF, IHC, IP, WB, ELISA 2
Histone H3ac (pan-acetyl) 39139 | ChIP, ChiIP-Seq, DB, WB 17
: KAP1 66630-1-1g |IF, IHC, IP WB, ELISA 3
Histone H3ac (pan-acetyl) 61638 ChiP, DB, IF, WB 2 KAPT 15202-1-AP | ChIP, IF, IHC, IP. WB, FC, ELISA 14
Histone H3K27ac 39133 | ChIP, ChIP-Seq, CUT&Tag, DB, ICC, IF, IHC, WB | 90 KLF5 21017-1-AP |ChIP, ColP, IF, IHC, IP, WB 29
Histone H3K27me3 61017 ChIP, ChIP-Seq, DB, ICC, IF, WB 0 KLF5 66850-1-1g | WB,ELISA 0
Histone H3K27me3 39155 | ChIP, ChIP-Seq, CUT&Tag, DB, ICC, IF, IHC, WB | 78 MMSET / WHSC1 39879 ICC, IF, WB 2
Histone H3K36me3 61021 |ChIP, ChIP-Seq, DB, IF, WB 11 MyoD 39991 |G IR W8 <
Histone H3K36me3 61101 |ChIP, ChIP-Seq, CUT&Tag, DB, WB 25 i BRAl S NGRS oR
" - MYOD1 18943-1-AP |IF, FC, IHC, WB, ELISA 45
Histone H3K4m 137 IP, ChiP- , 1CC, IFE WB
DASHOSSIE el e s Dl - NCOA4 / ELET 30895  |WB 0
Histone H3K4me3 39159 | ChIP, ChIP-Seq, CUT&Tag, DB, ICC, IF, IHC, WB | 114 D-ClcNAC 61453 1P WB 5
Histone H3K9ac 61251 ChIP, ChIP-Seq, DB, ICC, IF, WB 12 PARP-2 39743 ChIP, IF, IP, WB 3
Histone H3K9ac 39917 ChIP, ChIP-Seq, CUT&Tag, DB, ICC, IF, WB 37 PARP2 55149-1-AP |IF, IHC, WB,ELISA
Histone H3K9me3 39161 |ChIP ChIP-Seq, CUT&Tag, DB, ICC, IF, IHC, WB | 73 RNA pol Il 39097 | ChIP, ChIP-Seq, ICC, IF, WB 22
Histone H4ac (pan-acetyl) 39925 | ChIP, ChIP-Seq, DB, ICC, IF, IHC, WB 9 RNA pol Il CTD phospho Ser2 | 61083 | ChiP, ChiP-Seq, ICC, IF, I, WB 12
R E———— 39167 | ChiP, ChiP-Seq, DB, IF, WB 56 RNA pol Il CTD phospho Ser5 61085  |ChIP, ChIP-Seq, ICC, IF, IP, WB 14
) TRIMZ28 61174 ChIP, IF, ICC, WB 5
Histone H4K20me3 39671 ChIP, DB, ICC, WB 11
: : Uhrf1 61341 ICC, IF, IHC, IP WB
Histone H4R3me2a (asymmetric) 39705 |ChIP, DB, IF, WB 4 EREY T3 AP [EOIEEIHG RIEDWE, IEEIEA =
DNAEEL AbFlex* =R {F
5-Formylcytosine (5-fC) DB, ICC, IF, WB Histone H3.3 91191 ChIP-Seq, WB 1
5-Hydroxymethylcytosine (5-hmC) | 39999 | DB, ICC, IF, IHC, MeDIP 8 Histone H3K27ac 91193 | ChIP-Seq, CUT&Tag, ELISA, WB L
5-Hydroxymethylcytosine (5-hmC) | 39769 | DB, FC, ICC, IF, IHC, MeDIP 67 Sl U ACON R LS es e
¢ i ol _ o By SRS fiebip Py Histone H3K4me3 91263 ChIP, ChlP-Seq, DB, WB 1
= roxym =111 -Nm My ’ .
et Lol ) © Histone H3K9ac 91103 | ChIP, ChIP-Seq, ELISA, ICC, IF, WB 1
5-Methylcytosine (5-mC) DB, IF, MeDIP RNA Pol Il 91151  |ChIP, ChIP-Seq, IF, WB 3
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ATAC-Seq Kit 53150 16 rxns
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CUT&Tag-IT ™ Assay Kit, Anti-Rabbit 53160 | 16 rxns
CUT&Tag-IT ™ Assay Kit, Anti-Mouse 53165 16 rxns

. PA-TN5EE. CUT&TagZkiE Rk —itm kS !

RiE, RIENEZELFE

NA/mRNARERXIS
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Bisulfite Conversion Kit 55016 50 rxns
FFPE Bisulfite Conversion Kit 55021 40 rxns
MeDIP Kit 55009 10 rxns
hMeDIP Kit 55010 10 rxns
MethylCollector ™ Ultra Kit 55005 10 rxns
Global 5-hmC Quantification Kit 55025 1X96rxns
Cell-Free DNA (cfDNA) Purification Kit | 25503/25504 | 100/250 mL
Methylated DNA Standard Kit 55008 3 X 2.5 0

e AT BS | S
Next Gen DNA Library Kit 23216 | 1671Xns
Next Gen Indexing Kit 23264 | 64r1Xns
;?Eu;i?tngFgD% 3'DGE) Strand-Specific mRNA Library 53001 24 IXNs
;?Eu;i?tqgéFgD? 3'DGE) Strand-Specific mRNA Library 33007 G5 e
;?Eu;i?tngFJDﬁa 3'DGE) Strand-Specific mRNA Library 530032 DOTE
‘Frj’rr:}eugi?tqgéFJDﬁa 3'DGE) Strand-Specific mRNA Library 33004 GETIE




CEESE
BRERMECHVARIR

O B400MERH, pEFE

O 2REBMEAFES 1T
© HTRFFIAlphaLISAHISE S
O BEERABERFBMUERIZEE®

EFBEPLSMLARE A :

EPL (Expressed Protein Ligation) #f AR oJ4 kg E
MLA (Methylated Lysine Analog) AR ERFIRENUEREE.

HTRF Ratio (665/620)

BAZ1B (1340-1457) Titration

[H3K36me2}=3 uM
[KDM2A}E0 uM

H3K36me2=3 uM

160
Bromodomain Conc (nM)

200

300

EHBAZIBER (1340-1457) HTRFEERMSCE, 3.3 pMBEFEH

RKEBHAKS/8/12/16 (4AC) SBAZIB (1340-1457) BAEEFR
¥ (50 UM HEPES-NaOH pH=7.0, 01 %BSA) o, = Rit&NsS.
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E

Histone H3.1 biotinylated (Human} | 31296
Histone H2A 31490
Histone H2B 31492
Histone H4 31223
Histone H3K4dmeT 31208
Histone H3K4meZ2 31277
Histone H3K4me3 31278
Histone H3K9meT 31281
Histone H3K9me2 31280
Histone H3K9me3 31279
Histone H3K9ac 31253
Histone H3K14ac 31254
Histone H3K18ac 31273
Histone H3K27ac 31290
Histone H3K27/me3 31216
Histone H3K36me?2 31218
Histone H3K79me?2 31221
Histone HA4K20mel 31224
B B 2B R0 & B0 BL B
DOTIL (1-416) 31474
EZHZ2 complex 31337
JARIDTA / KDM5A 31431
JARID1B / KDM5AB 31432
| SD1 / KDMTA 31426
NSD1-SET 31475
PRC2 EZH2 (Y641C) complex 31389
SETD2 (1418-1714) 31358
SMYDZ2 31497

REHEH

=, SEEMEEERICAEE

[KDM2AE100 nM

(ML 2

1, BRBEXRABERNWFE

JHT
Yony
I

LTI e o 1 TR0 T Y

H3K36me2

H3K3tmeQ  "H3K3tmel H3K36me2

. p9 8 p gl

13 UMEBEH L AEH3K36me2 5085100 nM KDM2A/FBXL1 1%
HA0A S8 50 mM HEPES-NaOH pH7.5, 1 mMTCEP, 100 pM
Ascorbic Acid#150 pM Fef20 plf fRE D, BA = 81F
B2/NT., B MALDI-TOF M =40 4 5% .

Z B3R 2B = 2 B B Bromo ZMEEE
HDACT 31504 BRD (556-688) 31438
HDAC3 complex 31349 BRD3 (24-144) 31379
HDACA4 31350 BRD4 {(44-168) 31380
HDACS, catalytic domain 31351 BRD7 (129-236) 31381
ADACH 31543 BRD9 (130-259) 31382
HDAC/ 31352 BRDT (21-137) 31450
HDACS 31353 BRPF1 (627-746) 31375
HDAC9 31354 CREBBP (1081-1197) 31373
pP300 31124 SMARCA2 / BRM (1367-1511) 31449
SIRTT {193-741) 31533 TAF1 (1398-1524) 31403
S5IRT6 31336 TRIM24 {(862-980) 31368
DNA EBE X BIMEFIZHE B /\RE

DNMTT 31404 Histone Octamer (H3.1) 31470
RS 21500 Histone Octamer (H3.1) - biotinylated 31471
DNMT3A / DNMT3L complex 31415 _

Histone Octamer (H3.3) 31472
DNMT3B 31413

Histone Octamer (H3.3) - biotinylated 31473
DNMT3B / DNMT3L complex 31416

Polynucleosomes (H3.1 31466
DNMT3L 31414 4 ki
Tet1 (1418-2136) 31417 Mononucleosomes (H3.1) - biotinylated | 31467
TET2 (1129-2002) 31418 Polynucleosomes (H3.3) 31468
Tet3 (824-1795) 31421 Mononucleosomes (H3.3) - biotinylated | 31469
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